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1. 7F gluconeogenesis i&@Ff2H » B3{A] first bypass 4B @—dRETLER ?
(1) TEB/MIEG ATP (b) X ESME NADH () TELME NAD'

2. 1F catabolic pathway 9 + #j&jB# (glucose ) B C-4 (FE(IE 4 FIREIE-F ) TE{ATEF
TR CO 7

(a) 1F pyruvate Ei5¥ acetyl-CoA BZFEET  (b) TEH#E A citric acid cycle thfyEE—K
TEERHE (c) 7EHE A citric acid cycle R EE R IERME (d) 7EHEA citric acid cycle o
RIS = KECHE % K LAR R TRIRRE

3. FHAETE glycolysts iRy EHM#IRT (major inhibitor) ?
(a) F2,6BP (b) ATP (c) citrate

4. FHaERE gluconeogenesis iBf2 T8y F EiHEIK F (major inhibitor) 7
(a) F2,6BP (b) AMP (c) citrate

5. THHAIEAE carbohydrate metabolism K7 regulation site 7
(a) isocitrate — o-ketoglutarate (b) glucose-6-phosphate — fructose-6-phosphate
(c) OAA — PEP

6. THHAFEES glycolysis IR PRI HTE S EE (rate-limiting step ) 7
{a) the breakdown of glycogen (b) the isomerization of glucose-6-phosphate to
fructose-6-phosphate  (c) the phosphorylation of fructose-6-phosphate
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Y ~ R LRIES - A ERZE (substrate) SIIHIR] (inhibitor) [EBFHRFERI
FZf# ( competitive inhibition ) SIEFRFMEME ( noncompetitive inhibition) ? (1543)
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